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ARIVE The ARRIVE guidelines 2.0: author checklist

These items are the basic minimum to include in a manuscript. Without this information, readers and reviewers
cannot assess the reliability of the findings.

Section/line
Item Recommendation number, or reason
for not reporting
Study design 1  For each experiment, provide brief details of study design including: Methods
)
a. The groups being compared, including control groups. If no control group has Section 2.10
been used, the rationale should be stated.
X X X . ) X Methods, Section 2.10: Each
b. The experimental unit (e.g. a single animal, litter, or cage of animals). emx%uesnem“éﬁaﬁmdmd the
Sample size 2 a. Specify the exact number of experimental units allocated to each group, and the ’V;eztg“?v Section 2ilg:§to§ar:
total number in each experiment. Also indicate the total number of animals used. | 2/ aoe e oxperimental arou.
b. Explain how the sample size was decided. Provide details of any a priori sample Hethods, Secton 2:40: The sample size was
size calculation, if done. SR e expostod vanasily m amer Gt
Inclusion and 3 a. Describe any criteria used for including and excluding animals (or experimental Methods, Section 2.10: Predefined exclusion
exclusion un'its)'during the experiment, enq data pc')int's during the analysi's. Speci_fy if these e Beine e reamtion setod
criteria criteria were established a priori. If no criteria were set, state this explicitly.
Met;o"ds.dsectilon 2.10: No anim:ls met the
. . . . . redefined exclusion criteria, and no
b. For each experimental group, report any animals, experimental units or data points ?h"e‘?ﬁ':. o data pant were excluded rom
not included in the analysis and explain why. If there were no exclusions, state so.
Methods, Section 2.10;
c. For each analysis, report the exact value of n in each experimental group. R o cgendsin =3
Randomisation 4 a. State whether randomisation was used to allocate experimental units to control e S Al were
and treatment groups. If done, provide the method used to generate the experimental droups using a andom
randomisation sequence. g\;/:esrt‘\rgnz::r(‘)‘rsnm involved in subsequent
b. Describe the strategy used to minimise potential confounders such as the order Methods, Section 2.10: Tumor
N . measurements were performed at the same
of treatments and measurements, or animal/cage location. If confounders were 3-day itevals by vestgaors binded o
not controlled, state this explicitly. for contoling animalicage location or
pecified.
Blinding 5 Describe who was aware of the group allocation at the different stages of the e Ty
experiment (during the allocation, the conduct of the experiment, the outcome investigators blinded to group allocation
. ; the investigator who generated the
assessment, and the data analysis). randomisation sequence was not
involved in subsequent experiments.
Outcome 6 a. Clearly define all outcome measures assessed (e.g. cell death, molecular markers, e
measures or behavioural changes). + and body weight were assessed.
b. For hypothesis-testing studies, specify the primary outcome measure, i.e. the Methods, Section 2.10: The primary outcome
. A was tumor growth, assessed by tumor
outcome measure that was used to determine the sample size. Yolume during the observaton period and,
Statistical 7 a. Provide details of the statistical methods used for each analysis, including S acaeg e s e S s
methods software used. 0 mpaions g e
‘Student’s t-test for comparisons between two groups.
b. Describe any methods used to assess whether the data met the assumptions of Sustsdcl matods wers sslecdtased on
the statistical approach, and what was done if the assumptions were not met. dta. No allemalive satitical methods were
Experimental 8 a. Provide species-appropriate details of the animals used, including species, strain Methods, Section 2.10: Six 1o seven
animals and substrain, sex, age or developmental stage, and, if relevant, weight. mice weighing 16-18 g were used.
b. Provide further relevant information on the provenance of animals, health/immune | et secion 210 sina poverarce, e e,
. g . . seven-week-old female athymic BALB/c-nude mice
status, genetic modification status, genotype, and any previous procedures. g 1650 0 vor g o o il use
Experimental 9  For each experimental group, including controls, describe the procedures in enough | Fee s i sanrans ="
procedures detail to allow others to replicate them, including: iz
a. What was done, how it was done and what was used. e
b. When and how often. et Secion 210 i ere s a 25 i 60-
70% relative humidity under a 12-h light/dark cycle.
c. Where (including detail of any acclimatisation periods).
. . Methods, Section 2.10; Introduction/Results: The
d. Why (provide rationale for procedures). ST RORL koo on pamcrostctumar
growth in vivo.
Results 10 For each experiment conducted, including independent replications, report: Results/Figure legends: Tumor growth

a.

Summary/descriptive statistics for each experimental group, with a measure of
variability where applicable (e.g. mean and SD, or median and range).

b. If applicable, the effect size with a confidence interval.

and tumor weight were reported for each
experimental group with descriptive
statistics and measures of variability.

Effect sizes and confidence intervals were not
calculated because the study was designed to
compare differences between experimental groups
using the statistical methods described in Section
2.1, rather than to estimate effect sizes or
confidence intervals
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	Study design - 1a: Methods, Section 2.10
	Study design - 1b: Methods, Section 2.10: Each mouse was considered the experimental unit.
	Sample size - 2a: Methods, Section 2.10: A total of 20 mice were included, with 5 mice per experimental group.
	Sample size - 2b: Methods, Section 2.10: The sample size was determined based on previous xenograft studies with similar experimental designs and the expected variability in tumor growth.
	Inclusion and exclusion criteria - 3a: Methods, Section 2.10: Predefined exclusion criteria included unsuccessful tumor engraftment (tumor volume <50 mm³ after 14 days) or death during the observation period.
	Inclusion and exclusion criteria - 3b: Methods, Section 2.10: No animals met the predefined exclusion criteria, and no animals or data points were excluded from the final analysis.
	Inclusion and exclusion criteria - 3c: Methods, Section 2.10; Results/Figure legends: n = 5 mice per group.
	Randomisation - 4a: Methods, Section 2.10: Animals were randomly assigned to the four experimental groups using a random number table generated by an investigator not involved in subsequent experiments.
	Randomisation - 4b: Methods, Section 2.10: Tumor measurements were performed at the same 3-day intervals by investigators blinded to group allocation. No additional procedures for controlling animal/cage location or measurement order were specified.
	Blinding - 5: Methods, Section 2.10: Tumor measurements were performed by investigators blinded to group allocation; the investigator who generated the randomisation sequence was not involved in subsequent experiments.
	Outcome measures - 6a: Methods, Section 2.10; Results/Figure legends: Tumor volume, tumor weight, and body weight were assessed.
	Outcome measures - 6b: Methods, Section 2.10: The primary outcome was tumor growth, assessed by tumor volume during the observation period and tumor weight at the experimental endpoint.
	Statistical methods - 7a: Methods, Section 2.11: Data are presented as the mean ± SD, as indicated in the figure legends. Statistical analyses were conducted using a linear mixed-effects model with repeated measures for longitudinal measurements, one-way ANOVA for comparisons among more than two groups, and Student’s t-test for comparisons between two groups.
	Statistical methods - 7b: Statistical methods were selected based on the experimental design and the nature of the data. No alternative statistical methods were applied based on formal assumption testing.
	Experimental animals - 8a: Methods, Section 2.10: Six- to seven-week-old female athymic BALB/c mice weighing 16–18 g were used.
	Experimental animals - 8b: Methods, Section 2.10: Animal provenance, sex, age, body weight, and immune status were reported. Six- to seven-week-old female athymic BALB/c-nude mice weighing 16–18 g were obtained from the Animal House of the Model Animal Institute at Nanjing University.
	Experimental procedures - 9a: Methods, Section 2.10: PANC-1 or SW1990 cells transduced with the indicated shRNAs were injected subcutaneously into the right flank at 1 × 10⁷ cells/mL.
	Experimental procedures - 9b: Methods, Section 2.10: Tumor growth and body weight were monitored after the mean tumor volume in the NC KD group reached 50 mm³; tumor dimensions were measured every 3 days; animals were followed for 35 days before tumor collection.
	Experimental procedures - 9c: Methods, Section 2.10: Mice were housed at 25°C with 60–70% relative humidity under a 12-h light/dark cycle.
	Experimental procedures - 9d: Methods, Section 2.10; Introduction/Results: The xenograft model was used to evaluate the effect of FOSL1 knockdown on pancreatic tumor growth in vivo.
	Results - 10a: Results/Figure legends: Tumor growth and tumor weight were reported for each experimental group with descriptive statistics and measures of variability.
	Results - 10b: Effect sizes and confidence intervals were not calculated because the study was designed to compare differences between experimental groups using the statistical methods described in Section 2.11, rather than to estimate effect sizes or confidence intervals.


